Supplement Table 2. 104 isoform biomakers for prostate cancer

Up-regulated isoforms in prostate cancer

Down-regulated isoforms in prostate cancer

Isoform ID Identifier Sequence® Protein Name/function p-value® | Isoform ID Identifier Sequence= Protein Name/function p-value®
AMACR-2084 Alpha-meathylacyl-CoA racemase : STAC-1045 Srct three (SH3) and cysteine rich domain 21E-
AMACR-2087 ig " ey m_%m.% STAC-1044 90 h (SHeyand e m.mm.%
AMACR-2098 2 12E.08 STAC-1047 442E-07
AMACR-2095 99 2 BBE-08 FGFRZ-0101 Fibroblast growth factor receptor 2 TAZE-09
PYCR1-0058 Pyrroline-5-carboxylate reduciase 1 8 5EE-10 FGFR2-0095 142E-07
MY OB-0041 g titttgagtag Myosin VI 1.15E-08 FGFRZ-0100 I¢] 2B2E-07
SMPDL3B-2030 Sphir lin phosphodiesterase, acid-like 38 2 33E-08 FGFRZ-0108 B31E-07
NOX4-1355 gaggageigg NADPH oxidase 4 157E-07 FGFR2-0107 g 1.05E-08
FASN-1435 Fatty acid synihase aaze07 | FGFR20097 130805
FASN-1432 g9 tttiggtog 1.85E-06 CDCAZBPA-1051 99 CDCA2 binding protein kinase alpha (DMPK-like) 1.56E-08
FASN-1433 A.7BE-05 KRT15-1335 Keratin 15 2.25E-08
CACNA1D-2040 Vollage-dep.L-type calcium channel alpha-1D subunit § 22E-07 KRT15-1333 g 999 2 68E-07
CACNA1D-2039 3.32E-06 KRT15-1334 1.60E-08
FBP1-0807 Fructose-1,6-bisphosphatase 1 1.48E-06 KRT15-1341 9 0.001433
IMPDH2-0144 Inosine-5-monophosphate dehydrogenase 2 8 36E-06 TRIM22-1353 Tripartite motif 29 5.04E-08
IMPDHZ-0145 tggg 99 tg 168E 05 TRIM29-1348 9 65708
ABCC4-2013 Mulfidrug resistance-associated protein 4 1.00E-05 TRIM28-1348 4.38E-06
CLN3-1132 gggcgeg! gagctict Cerold-lipofuscinosis, neuronal 3, juvenile 1.50E-05 BCDOB2ET-0877 geg! ggtcegecgg Hypothetical gene BCOOB2ET 5.85E-08
GART-0310 Phosphoribosylglycinamide formyliransferase 157E-05 BCOOB9ET-0BT5 5.85E-05
GART-0307 99 010594 CES1-0942 gtigatg g Carboxyl 1 8.07E-08
DHPS-2028 Deoxyhypusine synthase 1.6BE-05 CES1-0837 143E-05
BIRCS-0847 99 Baculoviral IAP repeat-containing 5 {survivin) 1.73E-05 CLU-D198 tgg Clusterin 1.86€E-07
REPS2-0732 RALBP1 associaled Eps domain containing 2 2 1BE-05 CLu-0192 S.97E-07
REPS2-0733 g 2 80E.05 CLU-0191 g9 geigaccg 0000272
RPS52-0809 403 Ribosomal protein S2 0.051607 ALDH1AZ-0004  feaghtglgecteticctetetaacag Aldehyde dehydrogenase 1A2 1.88E-07
TMSNB-0227 g g Thymosin, beta, identified in neuroblastoma calls 2 3E-05 ALDH1AZ-0001 fitigelg, 0000266
EPB41-1086 Ery vie membrane protein band 4.1 2 GOE-05 ALDH1AZ-0006 0.000283
EPB41-1082 fet g 0.018181 DRR1-0753 et} 99ccd  Collagen and WnitSa regulaied receptor tyrosin kinase 1 88E-07
GCNT1-0981 Core 2 beta-1,6-N-acetylglucosaminyliransferase | g 1505 ROBO1-1419 Ro axon guidance receptor, homeleg 1 2.26E-07
GCNT1-0982 tg it 9 0000114 LTBP4-0752 geg Latent TGF-beta binding protein 4 1.65E-08
GCNT1-0985 0.000558 LTBP4-0747 3.95E-08
LYPLA1-0862 Lysophospholipase | 0.000112 LTBP4-0742 t9g 9gucggatgecagy 5.36E-06
LYPLA1-0860 0.006744 LTBP4-1519 9.69E-06
RET-0252 99 Proto-oncogens tyrosine-protein kinase receptor ret 0000138 LTBP4-1518 gaccagy 1.09E-05
RET-0250 0.008659 LTBP4-0745 1.57E-05
HSPD1-0152 cacgectigocgeegecogoag Heat shock 60kDa protein 1 (chaperonin) 0.000615 LTBP4-0751 39 geegly B.15E-05
HSPD1-0154 0033554 LTBP4-0T48 0.000458
MAPT-1060 Microtubule-associated protein tau 0.000885 LTBP4-0746 gegggacggeeceggggggacceggeticegg 0002361
CTORF24-0062 Cl ne 7 open reading frame 24 0.001028 PGR-1161 Progesterone receplor 1.83E-06
ERBB3-1431 igtaaggg 90 g0 Receplor protein-tyrosine kinase erbB-2 0.001228 PGR-1162 928 3.7TE-06
PLAZG2A- 1380 Phosphlipase AZ, group l1A 0.001560 EDNRB-1187 in receptor type B 1.88E-06
NME1-0827 g Nucleoside diphosphate kinase A 0001945 ANGPT1-1032 9919 Angicpoietin 1 332606
CDK7-0899 Cyclin-depandent kinase 7 0.002319 ANGPT1-1031 3.72E-05
MMPZ-1185 g Matrix r profeinase 9 0.002620 IGF1-0025 gaccigg Inzulin-like growih factor 1 (somatomedin C) A7TE-06
BGN-1274 Biglycan 0.002956 COLBAZ-1489 Collagen, type VI, alpha 2 8.16E-06
PPIB-0069 g Paptidylprolyl isomerase B (cyclophilin B) 0.006883 PTGDS-0787 g 94! ggatceegy 9. 9 P landin D2 synthase 21kDa 1.09E-05
IQGAP2-0234 1Q motif containing GTPase activaling protein 2 0.010263 ANGPTL2-0950 Angiopoiefin-related prolein 2 1.20E-05
DKFZPS64B167-0717 DKFZPS64B167 protain 0.015526 VCL-1534 lgggalgaagalgeciagy Vinculin 9.28E-05
TMEPAI-2074 Transmembrane prosiate androgen-induced profein o o23ges VCL-0933 0000953
VCL-0935 ] 55 0011744
GSTP1.0827 Glutathicne S-fransferase P 0.000581
GSTP1-0823 gg 99 gotgaat 0030854
SAT-0840 Sper permine N1 sferase 0.036290
SAT-0842 g tittgitiiciactttis g 0052888
TGFB2-0085 Ct Transforming growth factor, beta 2 0.095398

asequences for viewing specific isoforms in the Genome Browser; tp-value from Wilcoxon test



