
Supplement Figure Legend 

Supplement Figure 1.  Cross analysis of cell and tissue biomarkers.  (A) Clustering 

analysis of cell lines using prostate cancer signature mRNA isoforms.  Prostate cancer 

cell lines could be segregated from other tumor cell lines.  (B) Clustering analysis of 

normal prostatic tissues and prostate cancer using the specific mRNA isoforms identified 

in prostate cancer cell lines (see Fig. 1C).  The panel failed to segregate prostate cancer 

tissues.  Similar mis-segregations are also made using either up- or down-regulated 

mRNA isoforms observed in prostate cancer cells (data not shown). 

 


